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SEQUENCE LISTING 



<110> AstraZeneca AB 

5 <120> Genes 

<130> 100750 LDG 

<140> 0202240-8 
10 <141> 2002-07-17 

<160> 7 



15 



20 



25 



30 



35 



40 



45 



<170> Patentln Ver. 2.1 

<210> 1 
<211> 1320 
<212> DNA 
<213> Human 



<400> 1 

atgaagtcga 

ctgggaagtc 

gaccaggtga 

gagaacatcc 

agccagcagc 

aacctcctgg 

cacttcatcg 

ttcattgact 

ggtggggtca 

aggtacatat 

gtggtagcgt 

ggctggaact 

acctacctga 

tacatgtata 

cagaagagca 

caagcccgca 

at'ctgctggg 

ctcattaaga 

cccatcatct 

tcttgtgaag 

aaacacgcaa 

gtcaagattg 



60 



tcctagatgg 
ccttccaaga 
acattacaga 
agtgtgggga 
tggccattgc 
tgctgtgcgt 
gcagcctggc 
tccacgtgtt 
cggcctcctt 
ccattcacag 
tttgcctgat 
gcgagaaact 
tgttctggat 
ttctctggaa 
tcatcatcca 
tggacattag 
gccctctgct 
cggtgtttgc 
atgctctgag 
gcactgcgca 
acaatgcagc 
ccaaggtaac 



ccttgcagat 
gaagatgact 
attttacaac 
gaacttcatg 
agtcctgtcc 
catcctccac 
ggtggcagac 
ccaccgcaaa 
cactgcctcc 
gcccctggcc 
gtggaccata 
gcaatctgtt 
cggggtcacc 
ggc tcacagc 
cacgtctgag 
gttagccaag 
tgcaatcatg 
attctgcagt 
gagtaaggac 
gcctctggat 
cagtgttcac 
catgtctgtg 



accaccttcc 
gcgggagaca 
aagtctctct 
gacatagagt 
ctcacgctgg 
tcccgcagcc 
ctcctgggga 
gatagccgca 
gtgggcagcc 
tataagagga 
gccattgtga 
tgctcagaca 
agcgtactgc 
cacgccgtcc 
gatgggaagg 
accctggtcc 
gtgtatgatg 
atgctctgcc 
ctgcgacacg 
aacagcatgg 
agggccgcag 
tccacagaca 



gcaccatcac 
acccccagct 
cgtccttcaa 
gtttcatggt 
gcaccttcac 
tccgctgcag 
gtgtcatttt 
acgtgtttct 
tgttcctcac 
ttgtcaccag 
tcgccgtgct 
ttttcccaca 
ttctgttcat 
gcatgattca 
tacaggtgac 
tgatcctggt 
tctttgggaa 
tgctgaactc 
ctttccggag 
gggactcgga 
aaagctgcat 
cgtctgccga 



cactgacctc 
agtcccagca 
ggagaatgag 
cctgaacccc 
ggtcctggag 
gccttcctac 
tgtctacagc 
gttcaaactg 
agccatcgac 
gcccaaggcc 
gcctctcctg 
cattgatgaa 
cgtgtatgcg 
gcgtggcacc 
ccggccagac 
ggtgttgatc 
gatgaacaag 
caccgtgaac 
catgtttccc 
ctgcctgcac 
caagagcacg 
ggctctgtga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 



50 



<210> 2 
<211> 439 
<212> PRT 
<213> Human 

<400> 2 

Met Lys Ser He Leu Asp Gly Leu Ala Asp Thr Thr Phe Arg Thr He 
1 5 10 15 

55 Thr Thr Asp Leu Leu Gly Ser Pro Phe Gin Glu Lys Met Thr Ala Gly 
20 * 25 30 



Asp Asn Pro Gin Leu Val Pro Ala Asp Gin Val Asn He Thr Glu Phe 
35 40 45 

Tyr Asn Lys Ser Leu Ser Ser Phe Lys Glu Asn Glu Glu Asn He Gin 
50 55 60 



Cys Gly Glu Asn Phe Met Asp He Glu Cys Phe Met Val Leu Asn Pro 
65 65 70 75 80 

Ser Gin Gin Leu Ala He Ala Val Leu Ser Leu Thr Leu Gly Thr Phe 
85 90 95 

70 Thr Val Leu Glu Asn Leu Leu Val Leu Cys Val He Leu His Ser Arg 
100 105 HO 
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Ser Leu Arg Cys Arg Pro Ser Tyr His Phe lie Gly Ser Leu Ala Val 
115 120 125 

5 Ala Asp Leu Leu Gly Ser Val lie Phe Val Tyr Ser Phe He Asp Phe 
130 135 140 

His Val Phe His Arg Lys Asp Ser Arg Asn Val Phe Leu Phe Lys Leu 
145 150 155 160 

10 

Gly Gly Val Thr Ala Ser Phe Thr Ala Ser Val Gly Ser Leu Phe Leu 
165 170 175 

Thr Ala He Asp Arg Tyr He Ser He His Arg Pro Leu Ala Tyr Lys 
15 180 185 190 

Arg He Val Thr Arg Pro Lys Ala Val Val Ala Phe Cys Leu Met Trp 
195 200 205 

20 Thr He Ala He Val He Ala Val Leu Pro Leu Leu Gly Trp Asn Cys 
210 215 220 

Glu Lys Leu Gin Ser Val Cys Ser Asp He Phe Pro His He Asp Glu 
225 230 235 240 

25 

Thr Tyr Leu Met Phe Trp He Gly Val Thr Ser Val Leu Leu Leu Phe 
245 250 255 

He Val Tyr Ala Tyr Met Tyr He Leu Trp' Lys Ala His Ser His Ala 
30 .260 265 270 

Val Arg Met He Gin Arg Gly Thr Gin Lys . Ser He He He His Thr 
275 280 285 

35 Ser Glu Asp Gly Lys Val Gin Val Thr Arg Pro Asp Gin Ala Arg Met 
290 295 300 

Asp lie Arg Leu Ala Lys Thr Leu Val Leu He Leu Val Val Leu He 
305 310 315 320 

40 

He Cys Trp Gly Pro Leu Leu Ala He Met Val Tyr Asp Val Phe Gly 
325 330 335 

Lys Met Asn Lys Leu He Lys Thr Val Phe Ala Phe Cys Ser Met Leu 
45 340 345 350 

Cys Leu Leu Asn Ser Thr Val Asn Pro He He Tyr Ala Leu Arg Ser 
355 360 365 

50 Lys Asp Leu Arg His Ala Phe Arg Ser Met Phe Pro Ser Cys Glu Gly 
370 375 380 



55 



Thr Ala Gin Pro Leu Asp Asn Ser Met Gly Asp Ser Asp Cys Leu His 
385 390 395 400 

Lys His Ala Asn Asn Ala Ala Ser Val His Arg Ala Ala Glu Ser Cys 
405 410 415 



He Lys Ser Thr Val Ly3 He Ala Lys Val Thr Met Ser Val Ser Thr 
60 420 425 430 



Asp Thr Ser Ala Glu Ala Leu 
435 



65 



70 



<210> 3 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Single 
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Stranded linear 



5 



<400> 3 

tatgaagtcg atcctagatg g 



21 



<210> 4 
<211> 19 
<212> DNA 
10 <213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Single 
stranded linear 

15 

<400> 4 

gttctcccca cac£ggatg 19 



20 <210> 5 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
25 <220> 

<223> Description of Artificial Sequence: ^Single 
stranded linear 



<211> 48 
35 <212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence s* Single 
40 stranded linear 

<400> 6 

cgcaccatca ccactgacct cctgggaagt^ctttccaag <agaagatg 48 



<400> 5 
30 aattcttttc ct&tgctgcc . 



20 



<210> 6 



45 



50 



<210> 7 
<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Single 
stranded linear 



55 <400> 7 

gctccttcgg tcctccgata tctgtcagaa gtaagtt$gc 40 



